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Umsdnw U 1 Ut 2 Fobl ﬁi’ﬂmuﬁmﬁmﬁmmﬁh%aumsﬁﬂm
2559 . 25 - 25 - awiesiifrunsfnvinaenudnans
2560 25 25 50 Uas 25 Au L%:ﬁ.l’i]‘Ll ‘W.FT.l 2561
2561 25 25 ' 50
2562 25 25 50
2563 25 25 50

2.6 SUUTSUTRULLEIY

2.6.1 sulszanalsiesy (Mqe: un)

. . Ususzunm
FALLDEARTIYTU
2559 2560 2561 2562 2563
1. Asssuloumsfinw 350,000 700,000 700,000 700,000 | 700,000
2. Ruslédug 20,000 40,000 40,000 40,000 40,000
uTeTudel 370,000 740,000 740,000 740,000 740,000




um. 2

2.6.2 uUszunnSee1e (MU un)

. . Teussuna
TIURLLDYUATIYE -
2559 2560 2561 2562 2563
1. Aldanesuiua 200,000 | 400,000 | 400,000 | 400,000 | 400,000
2. AR 100,000 | 200,000 | 200,000 | 200,000 | 200,000
3. AldfRneBug 50,000 | 100,000 100,000 100,000 | 100,000
TG 350,000 | 600,000 600,000 600,000 600,000

vinew) s1e91elisalgaislunisyiide

2.6.3 Aldaeravilunsndadufindendnans

Uszann 24,000 um seausevdngns (lumumildanelunisinide)

2.7 $3UUNISANED
UUUTUISEY LaynNSANEIALATIRIYALLDY
2.8 nsiisulauniaeingedv wasnrsawsideuduaaidu (@q5)
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3.1 wdngms diotul__o AN biésd
3.1 W n uu A 1 twszuy CHECO

3111 dunumiheinnursoavdngasitesnit 36 winein

3.1.1.2 Iﬂiaa"i"la%é'nqm

—

n. Jvnen ~ lhidesnd 5 wihefin (Widumiiein
- &mnn 4 whads (Wdunhefin)
- Jonondediu 1 weds (Widumefin)
. Ineiinus Lidesnd1 36 mhefa

3.1.1.3 13

n. 39uen lltfeandh 5 wmihedn (ddumbein)
- dn 4 wieds (Utumiein)
01416597  duuun L1111
(Seminar) ,
- A envediu 1 wihedn (Wdumbein)
01416591  sulsvidiTemeiuganans 1(0-3-2)
| (Research Methods in Genetics)
. Inenilnus Livesnin 36 wihefna
01416599  neniinug _ 1-36
(Thesis)

312 wunwuun 2

3.1.21 Swoumbeiinsunsenudngns litdesndn 36 wiaein

3.1.2.2 Tnswhewdngas

n. 39 en litleenit 18 wiiefin
- dusiun 2 wmhefa
- Fendeny 1 wihofn
- Avneniden Litoondt 15 wihwdn
. neiinug hieunin 18 wihefn
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3.1.2.3 518790
fl. 3gen
- FunUn

01416597

- Jgenuenu
01416591

- ynaniden

luteemii 18 wiefin
2 wdein
duuun
(Seminar)
1 wieda
sleuiTidometugaans |
(Research Methods in Genetics)

liteendn 15  viofa

Teglrdansaulusedvwelul Lidesndn 6 wihein

01416531 fiugrnansluana

01416541

01416571

(Molecular Genetics)
WugFanivauvad
(Cytogenetics)
WugransUsynsuasUiunn

(Population and Quantitative Genetics)

warlildsdenSousedvselul lutesnin 9 miieda

01416522*

01416523

01416533**

01416551

01416552

01416553**

* guiudss

wusmansluanaiie

{Plant Molecular Genetics}
wWugmanslulanavesdaiuarninadey

(Animal Molecular Genetics and Development)

sunshsgsynitiuiugiuvsdlusyivluana

{Molecular Plant-Microbe Interaction)

AuFIINs |l

(Genetic Engineering (1)
wallantsdanisiugnssy

(Genetic Manipulation Techniques)
myaseinthiuaznsuanienvosdu

(Analysis of Gene Function and Expression)

11

ura. 2

i1

1(0-3-2)

3(3-0-6)

3(2-3-6)

3(3-0-6)

3(3-0-6)

3(3-0-6)

3(3-0-6)

3(2-3-6)

3(1-6-5)

3(3-0-6)



uAs. 2

01416554** Lﬂ‘%‘mwmaﬁLé‘uLaLLasmsuﬁanﬁ ' 3(3-0-6)
(DNA Markers and AppLicé’;ions) '

01416561%* Farseuna 3(1-6-5)
(Biinformatics)

01416562%* %ﬁma'n%aﬂauﬁqmas'%uqq 3(3-0-6)
{(Advanced Computational Biology)

01416563* wAlulagnisuidduiiduouSunnann 3(3-0-6)
(High-throughput -DNA sequencing technology)

01416572*  Fiaumsssivluana 3(3-0-6)
(Molecular Evolution)

01416573* pynauisnudaluiana 2(1-3-4)
(Molecular Systematics)

01416574% fugmaninseysny 3(3-0-6)
(Conservation Genetics)

01416581 MsABUALDIRBATAILARERTENUTAS 3(3-0-6)
(Cellular Stress Response)

01416582** WugmaniBuylulad 3(3-0-6)
(Immunological Genetics) .

01416596  |3BalawisneRugaEns 1-3

(Selected Topics in Genetics)

01416598  Unufiew 1-3
(Special Problems)
. Inenfinus litdesnin 18 wihefn
01416599  Jwaniinus 1-18
(Thesis}
* FJyulaluy |
** JyUSudss -
s

12
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3.1.3. WHUNTTANEN

313l usunuuun

AANSANAT 1
01416591
01416597
01416599

A1AASANYNT 2
01416597
01416599

AANISANEN 1
01416597
01416599

ANANTSANENT 2
01416597
01416599

Innumhefn (. usTene-sn. UJ0Rms-v. Anwidenuied)

wguilemaiugeans 100-3-2)  (hitfundasfie)
GIETTY 1 (it fin)
~ o [ 4

TNYTUNUS 9

U 9

Innumieiin (v, vsseie-gu, Y§TRms-an. Fnvdenues)

Fun 1 (laidumiiefin
= o T 4

AVRIUWLS 9

394 9

Fnaumbiein (. ussere-su. UGURAMS-tu. Anwideniues)

fiyn 1 Galviumdafio)
- =, £

INUTUNWUS 9

53l 9

Twaumbiedn (v, ussene-vu. U0Rmsay. Anwidenuey - —

& 1 (aifumdsefin)
Iurfinug 9
57 9
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3132 uNunuuun 2

P
MANSANEIN 1

P
mMamsanui 2

01416597

aan1sAned 1
01416591
01416597
01416599

- =
AIANTTANYIN 2

01416599

Twaumhefin (. Usseng-9u. URURNS-w. Anvisnenuled)

A ondan 9(--)

573 9(--)

Tumhefin (wu. usseng-ra UuRnas-aw. Anwimonuies)

Auuun i
Fguanidan &(--)
94 7(--)

Tuviiein (v ussene-su, UURnis-vu. Anwimonuies)

selouifoneiuganans 1(0-3-2)
duuun 1
Ingtinug 9

EREY 11(0-3-2)

Tumbhiein (v, vsses-vu. UHURMs-Yu. Anvishenuies)
Tngniinug 9

T 9
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01416511

01416522**

01416523**

e, 2 ’

3.1.4. ANBsUnEseIT

Wugraniluudy _ 4(4-0-8) .
{Intensive Genetics) , - T
MANAIEEVEATENTTNTRUNLAG uinsanevaniugnssulaeTasTalay
mswhsuuadassiauassuailasiuley lassainfidueuaymesaeduiana
nMsneasanasnIswasia Manane nsrudiiiniarmsdeuuauiidue
nMsmuALNsianeenvasdu Hugmansusyuins WugrmansuSuna Mduwedeney
wayn1sUszendly
Mendelian principles of heredity, chrorosome theory of inheritance,
alteration of chromosome structure and number, DNA structure and replication,
transcription and translation, mutation, recombination and DNA repair, regulation
of gene expression, population genetics, quantitative genetics, recombinant DNA
and applications.
Wugrnaniluanafio 3(3-0-6)
(Plant Molecular Genetics) v
Tassethauaywiiivasdluuiie MSEEVEATUTNTTULENTMUANMILERIDEN .
vasduluilnedva aaelswanas uadlulnaeunie SunsiSunseminadluludis naln
miluanavesnsireiulaverlnsuveiiGon nalavlmanavesmstaunusndaly
nasuaunsnslulasiou. navasuasen siRuYesfit nsnuANMTLEReBnTD By
Tunsiunvessen
Plant genome structure and function. Inheritance and regulation of gene
expression in nuclear, chloroplast and mitochondrial genomes. Interaction
among genomes in plant. Molecular mechanism of gene transfer by
Agrobacterium. Molecular mechanism of development of legume nodules in
symbiotic nitrogen ﬁxation.. Effect of Light on plant development. Regulation of
gene expression during flower development.
wugrnansluanavasdnitaznisiaey 3(3-0-6)
(Animal Molecular Genetics and Development)
Tnsaa$e wihil uasmsaaumumsuansoenvasBuludnd Sufiieadedy ;
nagvunTanll mevssgndweilameiugeansuasmaluanalunsfinwmiives

= o = 3/ ar i =
BunNeTIRuNMsURUaN MaEN1SL93Y .

** Judfuuse
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ume. 2

Structure, function and regulation of gene expression in animal, genes
involving in biochemical processes, application of genetic and molecular
techniques to study gene function involved in differentiation and development.

01416531%  sfugmansluana : 3(3-0-6)
(Molecular Genetics)

Tnssafrevadlasiuley wasmsinassansiugnssy ulida Tnsandlen uasgaiilon
msneAsiduazMTUUaIHE NMIAIuANNTSUERIEBNYDBY N1Inane Sreutiutuy nsu
Inddu Tlunresrasls nanaduazlulvasuade ninlssandluauiugaansiuana

Chromosome structures and replication in virus. Prokaryotes and eukaryotes.
Transcription and translation. Gene regulation and expression, mutation,
recombination, transposition. Chloroplast and mitochondrial genomes.
Applications in molecular genetics.

01416533*  dunifFersswirdisiugdunidlusyiulmana 3(3-0-6)
(Molecular Plant-Microbe Interactions ) |
wannsifinlsauazauiuniulse FBnsAnwdunsisenseuindsiugiunidlu
seauluiana Iiverseauluanavedhi¥aiy vgufiiuresdu dusrunulsaluiy
Fapdvesmsneuausawuulige Fugimnssuuasmsuiugefudifermusunmisn
Aselutagu

Principle of pathogenesis and disease resistance, methods for studying
molecular plant-microbe interactions, molecular biology of plant viruses, Gene-
for-Gene theory, plant disease resistance genes, biochemistry of hypersensitive
response, gentic engineering and breeding for disease resistance, current
research,

01416541  Wugmansuogas | 3(2-3-6)
(Cytogenetics) .

Taseada wofinssu wazuthiivedasTuley nisidsuitasesdussnaures
Taslulenuaznaifineilulng Wugmansveuadsedulmanauasmsssynd
mme‘fuﬁué‘naqgmmsmw’hLLmuﬁmaaﬁuquﬂsIquu_u Taslulguiudmung

Chromosome structure, behavior and function; effects of abnormal
chromosome constitution on phenotype; molecular cytogenetics and

applications; linkage and gene mapping; chromosome and evolution.

* AU Tulss 17



01416551*

01416552*

01416553**

Wugiennssy || | 3(2-3-6)

(Genetic Engineering I1)

o mlal g

wedlaiugumslraudessduluane mafuliinaiSuelnomadaonsiiions

nmeaBaeuduuudiidue nsdefuuasnisdniden M3nanewug msmanauua

waznsiinnisideyaty msfuameinasuanlusiu wnMsUfififennuuasnss
TN uardndUns B
Basic techniques in molecular cloning, RT- PCR technique for DNA

amplification, construction of recombinant DNA, gene transformation and
screening techniques, site-directed hutagenesis, DNA sequencing. and gene
analysis, protein expression, bio-safety guide line and property right.
WwelAMITansWLgns N ~ 3(1-6-5)
(Genetic Manipulation Techniques) -

mﬂﬁﬂ%uqaluﬂqsﬁ’mnﬂﬁﬁuqﬂssumaaﬁsu ofumsiinwlasaireuitenisded
Tufe wellanswzdsadeide watiansgreiy 1eun ToBidnInTnelsdu n1sda
auMA uarerlnTuuafiiSoy uasmsnmedaulssananwnseneiy AsUnsNAdUED
niwansenveduluszivaniifuenaslusiiudne Buriemng nsldinatnngans
winllaealnlfiderd malnwdisuvasaleudloedu uasmadanadiduuaslsusla
Eii!

Advanced techniques in genetic manipulation focused on géne construction
for plant gene transformation. Tissue culture techniques. Gene transfer
techniques including electroporation. Particle bombardment and Agrobacterium
transformation. Evaluation for efficiency of gene transformation. Integration of
transgenes. Transgene expression at RNA and protein levels Qsing reporter genes.
PCR technique. Real-time PCR. Southern blot hybridization and Western blot
hybridization technique.

MIAesEimTifuay msudnioenasiy 3(3-0-6)
(Analysis of Gene Function and Expression)

Tuwvednsuailonuazguailon nsvhunudiziug viosayaSlununatug n1swn

aviuiuareddluy WugmaninansuasmsdeundumSiiassinsuanieanuay i

= =f =, =i oo U
Yestu MsudnseanvestAonduuuRlUsiy «Adelullagty

* Jyuuls

18



01416554**

01416561**

01416562**

uas, 2

Prokaryotic and eukaryotic genomes, genome mappings, large genomic
library, genome sequencing, forward and reverse genetics, gene expression and
gene function analyses, recombinant protein expression, current research
iwdosmnefiuienasmsussend 3(3-0-6)
(DNA Markers and Applications)

Sunvesgueslon ndnveseTemunufiduie indsmmefiduefléislauslnedu
s Bueflisidens msvavendlumaiuauiitiuy msdadenlagld
inSemune Mmafineidananms meliesieiussnns wasduliiiveneeans

Eukaryotic genome; principles of DNA markers; hybridization-based DNA
markers; PCR-based DNA markers; applications in genome mapping, marker-
assisted selection, evolutionary study, population analysis and forensic science.
Fransaume | ' 3(1-6-5)
(Bioinformatics)

msduAudeyavngudeyanisdivewaznisivsiey msldlusunsunsufiames
iemmvinnalassadavesdiu STusuarlusiu maiteuduiedlolvduazaiy
nanexiitu misenuuulnsiwed msUsvyndliviledoya neviwwuniluuuasnis
Tpsrsvnisuaneanypadiv

Biological database retrieval and analysis; computer software usage for
prediction of gene structure, genome and protein; nuclectide sequence and
amino acid sequence alignments; primer design; data mining application;
genome mapping and gene expression analysis.
Trivendaneuiamaiiugy 3(1-6-5)
(Advanced Computational Biology) '

wé’nm‘s%ﬁqmq%ﬁwmL%aﬂauﬁ'nma% N1399NLULIaNDTTINNAsTDAITNIIT
aansaumd msvhiilesfeyauasmsdeuiresesouitsiiasevdeyaleding msadis
wuudiaes midsggnadringndeneuiimeslunisideniedsinensyuy auduiud
Wi imums Wugeansuszains dnineiuszoins wasdransaume

Advanced principles of computational biology; bicinformatic algorithm and
software designs; data mining and machine learning for omics data analyses;
model simulation; applications of computational biology in systems biology,

phylogenetics, population genetics, population ecology and bioinformatics.

** Uiy
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01416563**

01416571

01416572*

ums, 2

malulaBnismdrduiismeusunnuin 3(2-3-6)

(High-throughput DNA sequencing technology)

wanmsiazBnismaduiidueUsinaun minTvasuRnMnTayadsuddwe

Usinesnn mavssneudduiiduie msiisuiieudeyaidmeriuiTuy welilagnis
widduAiEwe Vunanniecddosulening

| Principle and methods of high-throughput DNA sequencing, quatify
examination of high-throughput DNA sequence data, DNA sequence assembly,
alignment of DNA sequence data to genome, high-throughput DNA sequencing
technology for omics-based research.

wugmaniUssmnsuasySuo ) | 3(3-0-6)
(Population and Quantitative Genetics)

Usstnsaune nsidsuulasmnuiivesdiy msnauiuglumeiug Wugnssulag
BvibwavesBuvansg merdendesewinnatea i ansTUgNTIN Msdimden Wug
FdnsUssInsuasSinaluseiuluana

Equilibrium population, change in gene frequency, inbreeding, genetics by
polygene effects, resemblance between relative, heritability, selection,
population and quantitative genetics at molecular level.

Tannnsszduluena o 3(3-0-6)
(Molecular evolution) |

AU saiugnssuLesnguvosiy n3Na1eWug n1sdnidanuasialuRnn3ny
Ny iivsea nawflroaaiyus msaammunuvmawuﬁﬂ‘ﬁu "Tummﬂmﬂmanﬁu
Ay wqwgmwmﬂaawaﬂmaﬂa MFIATIBRANENRUSIEA Tansuar R
Tuana

Genetic variation and linkage, mutation, selection and genetic drift, neutral
theory, coalescent theory, design of genetic systems, genome and genome
architecture, theory of molecular drive, phylogenetic analysis and molecular

clock.

* Fynlaluy

* JrdFudse
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01416573**

01416574**

01416581**

uRa. 2

sunaisudaliana | ‘ 3(2-3-6)
(Molecular Systematics)

wanmieynsaist mIsenuuulanans wallaluiena Aawnsesdiduely -
Tierdvd lulneeunieuagaaslinanan rmusnsnanelueie muduiudide
Fianms wdninasimadte Msllesyimudniudidafaumstesnay
synsAsuiiien msussgndeynsudsusluana -

Principle of systematics, project design, molecular techniques, nuclear,
mitochondrial, and chLoroplast DNA evolution, intraspecific differentiation,
phylogenetic inferences, the rutes of nomenclature, phylogenetic analysis of
selected taxonomic groups, applications of molecular systematics. '
Wugransnseying 3(3-0-6)
{Conservation Genetics)

AuTRIPIMAIATATEEan winfugmaniitenseyindfivuasdng nns
Fansmefugnamuifisuasdniluumaseuindsssurd wagluaniwmizides uas
mutimsdansuvassuTaiugnssuiguazdn

Value of biodiversity, genetic principles for conservation of plants and
animals, genetic management of nature reserves and of captive propagation of
animals inctuding genetic resource of crop and livestock. o o
NNINBUALDINBAIINLASEATEAULTAE 3(3-0-6)
(Cellular Stress Response)

HAYIMINATIATDNTAGRDNTUEAIDDNYBEY N1sdsdunaneluead naln
nsneuaussrasitmelaaamuaion nalamsviruresiislunisgadulavenin ns
navauswestusiensthuiuiiianatnvedlusiu nisidauasnsidneyyadass ns
fdeniugnanefiviuseanmauaien miﬁ’mﬁanﬁuﬁ'tﬁm*ﬁaaﬁ'vﬂalﬂnﬂﬁag:iam
yoaradifiotluuiuyeiug

Effects of cellular stress to gene expression, cell signaling, response
mechanism in plants under stress conditions, heavy metal uptake mechanism in
plants, gene response to protein misfolding, free radical generation and
detoxification, selection for stress resistant mutants, selection of genes involved

in cell survival mechanism for strain improvement.

= TaruFuuse
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01416582**

01416591

01416596

01416597

01416598

aRe. 2

Wugransduylulad . 3(3-0-6)
(Immunological Genetics)

ﬁﬂﬂ‘*/l’]\i’f)i]ﬂiﬂiﬁEIWLﬂEl'J“U'ENﬂUW‘I.Jﬁﬂ'?ﬁFﬁ W‘Uﬁﬂi'ill‘ﬂﬂ\‘mmﬁﬂﬂ LOUALIU LL'Ei“

mmauwuaﬂuanwmuau‘luwmmuﬁm
Immunology concept involved in genetics, multiple allelic series for

blood grouping, antigens, grafting and trans?[ants in animals and plants. |
Ui iHevmaiugrans 1(0-3-2)
(Research Methods in Genetics) )

miniazsutlouTmaifomaiugmand mslasesilgwifermusideauddy
3%":1Uiau°ﬁagal,ﬁanmwLmﬁmﬁﬁ'a ATIsUARIBYLasNATATENNT MsTAsey
wana waznisiansalnaniside mﬁﬂﬁ'mammﬁamiﬁ%aué‘lum‘sﬂw’quLLaam'i
ARLWsENTITINNg

Resedrch principles and methods in genetics, problem analysis for research
topic identification, data collecting for research planning, identification of
samples and techniques. Research analysis, result explanation and discussion,
report writing, presentation and preparation for journal publication.
t,%‘am,awwm&ﬁ'uqmam' 1-3
{Selected Topics in Genetics) B L

Feuamzmaiugmanslussiusiailn shiedaaufsumadluusiayan
ASANEN

Selected topics in genetics at the master’s degree level. Toplcs are subject
to change each semester.
duun ‘ 1
(Serinar) '

miﬁﬁLauau,asaﬁﬂ‘sﬂaﬁ’a%’aﬁmjnau'lamaﬁ'uqmﬁmﬂmzﬁuﬂ%zgmﬂw

Presentation and discussion on current interesting topics in genetics at the
master’s degree level.
Ugynitaw ' 1-3
(Special Problems)

msfinsAuaimeiugmanissiudiagln wasBsuisadeuduseny

Study and research in genetics at the master’s degree level and compile into

a written report.

** JuFuus
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01416599

neiinug
(Thesis)
WeluszdulSynn wazSeuSsadouduineinug

Research at the master’s degree level and compile into a.thesis.

23
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3.2. Y9 &na Lamj'izahﬁ"mi:

~ drdneuudansansaenisgaudnun

TUszr M A AR E RN ARG arsd

K [ L
1 sk SRS UNAIUHDARAD IVDINANGATUAT
3.2.1. a3z AR wm o
fFo-uwana WEa3ud _ MASEEBY
. fwdameiunig Tagszuy CHECO
a1ty
y A (awndvn) Sesandiy, NASUNISIYINTG . nangns
U WA, N5 = Usuuge
o W
wwununsUsEYITY
i | weasas Adnsugt HAIMATY 01416541 | 01416541
HU0AansIsE 1. Molecutar cloning and 01416591 | 01416591
M, ([@7ne1) characterization of Siamese crocodile | 01416596 | 01216596
WATINENSUNYRTANERS, 2508 (Crocodylus siamensis) copper, zinc 01416597 | 01416597
Un.a. (Rugmans) superoxide dismutase (CS-Cu,Zn-SOD) | 01416598 | 01416598
WTIEENUAIAEnS, 2553 gene, 2559 01416599 | 01416599

31005{

2. Molecular cloning and
characterization of satellite DNA
sequences from constitutive
heterochromatin of the habu snake
{Protobothrops flavoviridis, Viperidae)
and the Burmese python (Python
bivittatus, Pythonidae), 2558

3. Molecular barcoding of veno%ou;
snakes and species-specific multiplex
PCR assay to identify snake groups for

which antivenom is available in

Thailand, 2558

& s

* 91913865 URRYEUNANGNS

LY
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ume. 2

Fo-umana MsEUEDY
. Aumeniedgnag
a1au - - o o - o
a ARl (F#71977%1) YodnUy, HAIIUNISIEINTS v | vangas |
b U wa. fdusa ‘ Tl Uiuuse
wiivRTUszY Yy
2 | vaamagws nads Haamside - 01416551 | 01416522
219738 L AIvAInAIEw UGN TINTBINGAT | 01416557 | 01416554
MU, (151505 AaNT) Tuiiufl 5 SmfameniamilovesUsend | 01416571 | 01416571
UUTIng1deTouLAY, 2535 Inelavmaiiriaovuead, 2557 01416596 | 01416596
MM, (RugAERT) 2. ldentification and characterization 01416597 | 01416597
uTivendainyRIanans, 2540 of FD members expressed during 01416558 | 01416599
Ph.D. (Agronomy) storage root development in cassava | 01416599
University of Nebraska-Lincoln, {Manihot esculenta-Crants), 2558
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Pattern of genetic variation

Process of molecular evolution

Natural Selection versus neutral evolution
Neutral theory and Rate of evolution
Departures from neutrality and Coatescent theory
Genetic basis of speciation
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Origin and evolution of the genetic code
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Phylogenetic analysis and Molecular clock
Practical computing on molecular evolution
Current issues in evolutionary genetics
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Plant genome structure and function,
inheritance and regulation of gene expression
in nuclear, chloroplast and mitochondrial

genomes, interaction and mechanism among

Plant eenome structure and function,
Inheritance and regulation of gene expression
in nuclear, chloroplast and mitochondrial
genomes. Interaction among genomes in plant.
Molecular mechanism of gene transfer by
Agrobacterium. Molecular mechanism of
development of legume nodules in symbictic
nitrogenuﬁxation. Effect of light on plant
development. Regutation of gene expression

during flower development.
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An overview of general concepts of genetic
material, DNA replication, transcription and
translation with emphasis on prokaryotes,
genomic organizations, genetic mapping and
regulation of gene expression in prokaryotes,
-different aspects of chromatin and its

cornponents, sequence organization of ONA

and control of gene expression in eukaryotes.

Chromosome structures and replication in
virus, Prokaryctes and eukaryotes. '
Transcription and translation. Gene regulation
and expression, mutation, recombination, _
transpositidn. Chloroplast and mitochondrial

genomes. Applications in molecular genetics
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Advanced techniques in plant genetic
rmanipulation focused on three major topics; gene
construction and genetic engineering of Vl_JS_éful
_plant genes and various DNA vectors for plant
transformation; direct gene transfer techniques
including electroporation and microprojectite )
bombardment of dicotyledons and
monocotyledons of cell suspension, callus and
organelles; analysis of gene organization and
expression in transgenic plant using RELP, Southern
blot hybridization, Northern blot hybridization, and
reporter gene assay for GUS and CAT activities.

nadfuvaenlevilawiu

Advanced technigues in genetic:
manipulation focused on gene
construction for plant gene transformation.
Tissue culture techniques. Gene transfer.
technigues including electroporation.
Particle bombardment and Agrobacterium
transformation. Evatuation for efficiency of
gene transformation. Integration of
transgenes. Transgene expression at RNA
and protein levels using reporter genes.
PCR technicue. Real-time PCR. Southern
blot hybridization and Western blot

hybridization technique.
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Molecular Cloning and Characterization of Siamese Crocodile (Crocodylus siarmensis)
copper, zinc Superoxide Dismutase (CSI-Cu,Zn-S0D) gene, Cémparative Biochemistry
and Physiology - Part A: Molecular and Integrative Physiology, 191, pp. 187-195,
Matsubara, K, Uno, Y., Srikulnath, K., Seki, R, Nishida, C., Matsuda, Y. (2015)
Molecular cloning and characterization of satellite DNA sequences from constitutive
heterochromatin of the habu snake (Protobothrops flavoviridis, Viperidae) and the
Burmese python (Python bivittatus, Pythonidae). Chromosoma, 124 (4), pp. 529-539.
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13981-13997.
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Interstitial Telomeres on Autosomes but Remarkable Amplification of Telomeric
Repeats on the W Sex Chromosome in the Sand Lizard (Lacerta agilis). Journal of
Heredity, 106, 753-757.

Srikutnath, K., Uno, v, Nishida, C., Ota, H., Matsuda, Y. (2015) Karyotype
Reorganization in the Hokou Gecko (Gekko hokouensis, Gekkonidae): The Process of
Microchromosome Disappearance in Gekkota. Plos ONE, 10, 0134829,

Sujiwattanarat, P., Thapana, W., Srikulnath, K., Hirai, Y., Hirai, H., Koga, A. (2015)
Higher-Order Repeat Structure in Alpha Satellite DNA Occurs in New World Monkeys
and is not Confined to Hominoids. Scientific Reports, 5, pp. 10315.

Trirongjitmoah, S., Juengmunkong, Z., Srikulnath, K., Somboon, P. (2015)
Classification of Garlic Cultivars Using an Electronic Nose. Computer Electronics and

Agriculture, 113, pp. 148-153.
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S. (2015) Molecular Cloning and Characterization of the CHS gene family in Turmeric
(Curcuma lonega Linn.). Journal of Plant Biochemistry Biotechnolgy, 24 (1), pp: 25-33..
Srikulnath, K., Matsubara, K., Uno, Y., Nishida, C;, Olsson, M., Matsuda, Y. (2014)
Identification of the Linkage Group of the Z Sex Chromosomes of the Sand Lizard
(Lacerta agilis, Lacertidae) ard Elucidation of Karyotype Evolution in Lacertid Lizards.
Ch‘romosoma, 123, pp. 563-575.

Thapana, W., Sujiwattanarat, P., Srikulnath, K., Hirai, H., Koga, A. (2014) Reduction in
the Structural Instability of Cloned Eukaryotic Tandern-Repeat DNA by Low-
Termperature Culturing of Host Bacteria. Genetic Research, 96, pp. el3.

Baicharoen, S., Miyabe-Nishiwaki, T., Arsaithamkul, V., Hirai, Y., Duangsa-ard, K.,
Siriaroonrat, B., Domae, H., Srikulnath, K., Koga, A., Hirai, H. (2014) Locational Diversity
of Alpha Satellite DNA and Intergeneric Hybridization Aspects in the Nomascus and
Hylobates Genera of Small Apes. Plos One, 9, pp. €109151.

Chailertrit, V., Swatdipong, A., Peyachoknagul, S., Salaenoi, J., Srikulnath, K. (2013)
Isolation and Characterization of Ten Novel Microsatellite Markers from Siamese
Fighting Fish (Betta splendens, Osphronemidae, Anabantoidei) and their
Transferabitity to Related Species, 8. smaragdina and B. imbellis. Genetics and
Molecular Research, 13, pp. 7157-7162.

Peyachoknagul, S., Nettuwakul C., Phuekvilai, P., Wannapinpong, 5., Srikulnath, K.
(2014) Development of Microsatellite Markers of Vandaceous Orchids for Species and
Variety Identification. Genetics and Molecular Research, 13, pp. 5441-5445.
Peyachoknagul, S., Mongkolsiriwatana, C., Wannapinpong, S., Srifah Huehne, P.,
Srikulnath, K. (2014) Identification of Native Dendrobium species in Thailand by PCR-
RFLP of the rDNA-ITS and Chloroplast DNA. Science Asia, 40, pp. 113-120.

Srikulnath, K., Uno, Y., Nishida, C., Métsuda, Y. (2013) Karyotype Evolution in Monitor
Lizards: Cross-species Chromosome Mapping of cDNA Reveals Highly Conserved
Syntény and Gene Order in the Toxicofera Clade. Chromosome Research, 21(8), pp.
805-819.

Chaiprasertsri, N., Uno, Y., Peyachoknagul, S., Prakhongcheep, O., Baicharoen, S.,
Charernsuk, S., Nishida, C., Matsuda, Y., Koga, A,, Srikulnath, K. (2013) Highly Species-
Specific Centromeric Repetitive DNA Sequences in Lizards: Molecular Cytogenetic
Characterization of a Novel Family of Satellite DNA sequences Isolated from the
Water Monitor Lizard (Varanus salvator macromaculatus, Platynota). Journal of

Heredity, 104(6), pp. 798-806.
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